[Correlations of XRCC5 polymorphisms to genetic susceptibility to esophageal squamous cell carcinoma and gastric cardiac adenocarcinoma in a high incidence region].
XRCC5 is a repair gene for DNA double-strand break. Its abnormal expression and dysfunction is correlated to tumorigenesis and development. This study was to investigate the correlations of XRCC5 polymorphisms to genetic susceptibility to esophageal squamous cell carcinoma (ESCC) and gastric cardiac adenocarcinoma (GCA) in a population of high incidence region, Cixian and Shexian counties of Hebei Province, China. The genotypes of XRCC5 single nucleotide polymorphisms (SNPs), C74468A and G74582A, in 329 ESCC patients, 255 GCA patients, and 631 healthy controls were detected by polymerase chain reaction-restrictive fragment length polymorphism (PCR-RFLP) analysis. The overall genotype and allelotype distributions of XRCC5 C74468A and G74582A in ESCC and GCA patients were not significantly different from those in healthy controls (P>0.05). When stratified by smoking status and family history of upper gastrointestinal cancer (UGIC), A allele (A/C+A/A genotype) of C74468A significantly reduced the risk of developing ESCC and GCA in positive UGIC family history group [age, sex, and smoking status adjusted odds ratios (ORs) were 0.58 and 0.61, 95% confidence intervals (CIs) were 0.38-0.90 and 0.38-0.97, respectively]û G allele (A/G+G/G genotype) of G74582A significantly reduced the risk of developing GCA in positive UGIC family history group (age, sex, and smoking status adjusted OR=0.63, 95% CI=0.40-0.98). Combined analysis of the 2 XRCC5 SNPs showed that the haplotype distribution in ESCC and GCA patients was also not significantly different from that in healthy controls (P> 0.05). In the population with positive UGIC family history in the high incidence region of Hebei Province, individuals with A allele of XRCC5 C74468A might have low risk of developing ESCC and GCA, however, individuals with G allele of XRCC5 G74582A might only have low risk of developing GCA.